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<210> 2 
<211> 236 
<212> PRT 

<213> Brevibacterium lactof ermentum 
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<210> 3 
<211> 1197 
<212> DNA 



2 



<213> Escherichia coli 



<220> 
<221> CDS 

<222> (272) . . (1153) 
<400> 3 
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<210> 4 
<211> 292 
<212> PRT 

<213> Escherichia coli 
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<210> 5 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 5 

cgggtggagg tgagcgtcgg taagcagcgg gtttgg 36 

<210> 6 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 6 

gtctttttgt tcatcaccag caccttgggc gtt 33 

<210> 7 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 7 

agggaattcc ccgttctgga taatgttttt tgcgccgac 39 

<210> 8 
<211> 58 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 8 

cggatgcatc tagagttaac ctgcagggtg aaattgttat ccgctcacaa ttccacac 58 

<210> 9 
<211> 64 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<400> 9 

catttcctgc aggcaaagga gatgagcgta atggtgatca tggaaatctt cattacaggt 60 
ctgc 64 



<210> 10 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 10 

gggcgagcta gaagagctcc aaaacccgcg aaaactaacc catcaacatc 50 

<210> 11 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 11 

tgacctgcag gtttgcacag aggatggccc atgtt 35 

<210> 12 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

cattctagat ccctaaactt tacagcaaac cggcat 36 

<210> 13 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 13 

gcacggatca ctgtattcgg ctgcaacttt 30 

<210> 14 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 14 

gccgtgttgc taggatggtt gttcttggat ca 32 
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